
Scientific Publications (Keith Humphreys) – list of all original works: 
 
Statistical methodology/Epidemiology/Population genetics/Image analysis: 
 
Strandberg R, Czene K, Hall P, Humphreys K. (2023) Novel predictions of breast 
cancer risk in mammography screening cohorts.  Statistics in Medicine. Epub ahead 
of print: https://doi.org/10.1002/sim.9834.  
 
Illipse M, Czene K, Hall P, Humphreys K.  (2023) Studying association between 
longitudinal mammographic density measurements and breast cancer risk: a joint 
modelling approach. Breast Cancer Research. 26:64. 
 
Mao X, He W, Eriksson M, Lindström L, Holowko N, Lagercrantz S, Hammarström M, 
Grassmann F, Humphreys K, Easton D, Hall P, and Czene K. (2023) Prediction of 
breast cancer incidence in sisters of index women attending screening. JNCI: Journal 
of the National Cancer Institute. Ahead of print: https://doi.org/10.1093/jnci/ 
djad101. 
 
Strandberg R, Abrahamsson L, Isheden G, Humphreys K. (2023) Tumour Growth 
Models of Breast Cancer for Evaluating Early Detection – a Summary and a 
Simulation Study. Cancers. 15, 912. 

Xinhe M, He W, Humphreys K, Eriksson M, Holowko N, Strand F, Hall P, Czene K. 
(2023) Factors accociated with false-positive recalls in mammography screening. J 
Natl Compr Canc Netw. 21: 143-152. 

Christoffersen B, Mahjani B, Clements M, Kjellström H, Humphreys K. (2023) Quasi-
Monte Carlo Methods for Binary Event Models with Complex Family Data. Journal of 
Computational and Graphical Statistics. DOI: 10.1080/10618600.2022.2151454. 

Isheden G, and Humphreys K. (2022) A unifying framework for continuous 
tumour growth modelling of breast cancer screening data.  Mathematical Biosciences. 
353: 108897. 

Gasparini A and Humphreys K.  (2022) A Natural History and Copula based Joint 
Model for Regional and Distant Breast Cancer Metastasis. Statistical Methods in 
Medical Research.  31: 2415-2430. 

Gasparini A and Humphreys K  (2022) Estimating Latent, Dynamic Processes of 
Breast Cancer Tumour Growth and Distant Metastatic Spread from Mammography 
Screening Data. Statistical Methods in Medical Research. 31: 862-881. 

Strandberg R, Czene K, Eriksson M, Hall P, Humphreys K. (2022) Estimating 
Distributions of Breast Cancer Onset and Growth in a Swedish Mammography 
Screening Cohort. Cancer Epi. Biomarkers Prev. 31: 569-577. 



Syriopoulou E, Gasparini A, Humphreys K, Andersson TML (2022) Assessing lead 
time bias due to mammography screening in estimates of loss in life expectancy. 
Breast Cancer Res. 24: 15. 

Isheden G, Grassman F, Czene K, Humphreys K. (2021) Lymph node metastases in 
breast cancer: investigating associations with tumour characteristics, molecular 
subtypes and polygenic risk score using a continuous growth model. Int. J. Cancer. 
149: 1348-1357. 

Isheden G, Czene K, Humphreys K. (2021) Random effects models of lymph node 
metastases in breast cancer: quantifying the roles of covariates and screening using 
a continuous growth model. Biometrics. 78: 376-387. 

Ugalde-Morales E, Grassmann F, Humphreys K, Li J, Eriksson M, Tobin NP, 
Lindström LS, Vallon-Christersson J, Borg Å, Hall P and Czene K. (2021) Interval 
breast cancer is associated with interferon immune response Eur. J. Cancer. 162: 
194-205. 

Christoffersen B, Clements M, Humphreys K, Kjellström H. (2021) Asymptotically 
Exact and Fast Gaussian Copula Models for Imputation of Mixed Data Types. 
Proceedings of The 13th Asian Conference on Machine Learning, PMLR 157:870-885. 

Tan PS, Alsheh Ali, M, Eriksson M, Hall P, Humphreys K, Czene K. (2020) 
Mammography features for early markers of aggressive breast cancer subtypes and 
tumor characteristics: a population-based cohort study. Int. J. Cancer. 148, 1351-59. 

Ugalde-Morales E, Grassmann F,  Humphreys K,, Li J, Eriksson M, Tobin NP, Borg Å, 
Vallon-Christersson J, Hall P, Czene K. (2020) Association between breast cancer 
risk and disease aggressiveness: characterizing underlying gene expression patterns. 
Int. J. Cancer. 184: 884-894.  

Abrahamsson L, Alsheh Ali M, Czene K, Isheden G, Hall P, Humphreys K. (2020) 
Random effects Tumour Growth Models for Identifying Image Markers of 
Mammography Screening Sensitivity. Epidemiologic Methods. 9(1): 20190022 

Strandberg R and Humphreys K (2019) Statistical models of tumour onset and 
growth for modern breast cancer screening cohorts. Mathematical Biosciences. 318: 
108270 

Isheden G and Humphreys K. (2019) Modeling breast cancer tumour growth for a 
stable disease population.  Statistical Methods in Medical Research. 28: 681-702. 
 
Abrahamsson L, Isheden G, Czene K, Humphreys K. (2019) Continuous tumour 
growth models, lead time estimation and length bias in breast cancer screening 
studies. Statistical Methods in Medical Research. 29: 374-395. 

Isheden G, Abrahamsson L, Andersson TM-L, Czene K, Humphreys K. (2019) Joint 



models of tumour size and lymph node spread for incident breast cancer cases in 
the presence of screening. Statistical Methods in Medical Research. 28: 3822-3842. 
 
Alsheh Ali M, Eriksson M, Czene K, Hall P, Humphreys K. (2019) Detection of 
Potential Microcalcification Clusters Using Multi Vendor For-presentation Digital 
Mammograms for Short-term Breast Cancer Risk Estimation. Medical Physics. 46:4 
1938-1946. 

Alsheh Ali M, Czene K, Hall P and Humphreys K (2019) Association of 
Microcalcification Clusters with Short-term Invasive Breast Cancer Risk and Breast 
Cancer Risk Factors. Scientific Reports, 9(1), 14604. 

Eriksson L, He W, Eriksson M, Humphreys K, Bergh J, Hall P, Czene K. Adjuvant 
therapy and mammographic density changes in women with breast cancer. JNCI 
Cancer Spectr. 2019 Jan 29; 2(4). 

Strand F, Azavedo E, Hellgren R, Humphreys K, Eriksson M, Shepherd J, Hall P, 
Czene K. Localized mammographic density is associated with interval cancer and 
large breast cancer: a nested case-control study. Breast Cancer Research, 21(1):8. 

Li J, Humphreys K, Ho P-J, Eriksson M, Darai-Ramqvist E, Lindström L, Hall P, Czene 
K. Genetic, reproductive, lifestyle risk factors for fibroadenoma and breast cancer. 
Submitted to J. Nat. Cancer Inst. Cancer Spectrum. 2(3): pky051. 
 
Eriksson L, Bergh J, Humphreys K, Wärnberg F, Törnberg S, Czene K. (2018) Time 
from breast cancer diagnosis to therapeutic surgery and breast cancer prognosis: a 
population-based cohort study. Int. J. Cancer. 2018 Mar 31. doi: 10.1002/ijc.31411.  
 
Strand F, Humphreys K, Holm J, Eriksson M, Törnberg S, Hall P, Azavedo E, Czene K. 
(2018) Long-term prognostic implications of risk factors associated with tumor size: 
a case study of women regularly attending screening. Breast Cancer Research. 
20(1):31. 
 
Brand J, Humphreys K, Li J, Karlsson R, Hall P, Czene K. (2018) Common genetic 
variation and novel loci associated with volumetric mammographic density. Breast 
Cancer Research. 20(1):30. 
 
Alsheh Ali M, Czene K, Eriksson L, Hall P, Humphreys K. (2017) Breast tissue 
organization and its association with breast cancer risk. Breast Cancer Research. 
19(1): 103. 
 
Andersson TML, Rutherford M and Humphreys K. (2017) Assessment of lead time 
bias in estimates of relative survival. Cancer Epidemiology.  46; 50-56. 
 
Andersson TML, Crowther M, Hall P, Czene K, Humphreys K. (2017) 
Mammographic density reduction as a prognostic marker for postmenopausal 



breast cancer; results using a joint longitudinal-survival modeling approach. Am. J. 
Epidemiology. 186: 1065-1073. 
 
Ugalde-Morales E, Li J, Humphreys K, Ludvigsson JF, Yang H, Hall P, Czene K. (2017) 
Common shared genetic variation behind decreased risk of breast cancer in celiac 
disease. Scientific Reports. 7(1):5942 
 
Strand F, Humphreys K, Cheddad A, Törnberg S, Azavedo E, Shepherd J, Hall P, 
Czene P. (2017) Novel mammographic image features differentiate between interval 
and screen-detected breast cancer: a case-case study.  Breast Cancer Res. 18(1): 100. 
 
Spjuth O, Karlsson A, Clements M, Humphreys K, Ivansson E, Dowling J, Eklund M, 
Jauhiainen A, Czene K, Grönberg H, Sparen P, Wiklund F, Cheddad A, Palsdottir T, 
Rantalainen M, Abrahamsson L, Laure E, Litton J-E, Palmgren J. (2017) e-Science and 
personalized cancer screening. Journal of the American Medical Informatics 
Association. 24(5):950-957. 
 
Strand F, Humphreys K, Eriksson M, Li J, Andersson TML, Azavedo E, Shepherd J, 
Hall P, Czene P. (2017) Longitudinal fluctuations in mammographic percent density 
differentiates between interval and screen-detected breast cancer.  Int. J. Cancer. 
140: 34-40. 
 
Alsheh Ali M, Garnier M, Humphreys K (2016) Spatial relations of mammographic 
density regions and their association with breast cancer risk. Procedia Computer 
Science. 90: 169-174. 
 
Crowther M, Andersson T, Lambert P, Abrams K, Humphreys K (2016) Joint 
modelling of longitudinal and survival data: Incorporating delayed entry and an 
assessment of model misspecification. Statistics in Medicine. 35: 1193-1209. 
 
Abrahamsson L and Humphreys K. (2016) A statistical model of breast cancer 
tumour growth with estimation of screening sensitivity as a function of 
mammographic density. Statistical Methods in Medical Research. 25: 1620-1637. 
 

Brand JS, Hedayati E, Bhoo-Pathy N, Bergh J, Hall P, Humphreys K, Ludvigsson JF, 

Czene K. (2016) Time-dependent risk and predictors of venous thromboembolism in 
breast cancer patients: a population-based cohort study.  Cancer. 123: 468-475. 
 
Li J,, Ivansson E, Klevebring D, Tobin NP, Lindström LS, Holm J, Prochazka G,  
Cristando C, Palmgren J, Törnberg S, Humphreys K, Hartman J, Frisell J, Rantalainen 
M, Lindberg J, Hall P, Bergh J, Grönberg H, Czene K (2016). Molecular differences 
between screen-detected and interval breast cancers are largely explained by 
PAM50 subtypes. Clinical Cancer Research. 23: 2584-2592. 
 
Li J, Humphreys K, Eriksson M, Dar H, Brandberg Y, Hall P, Czene K. (2016) Worse 
quality of life in young and recently-diagnosed breast cancer survivors compared to 

https://www.ncbi.nlm.nih.gov/pubmed/28725034
https://www.ncbi.nlm.nih.gov/pubmed/28725034


female survivors of other cancers: A cross-sectional study. Int. J. Cancer. 139: 2415-
25. 
 
Brand J, Hedayati E, Humphreys K, Ludvigsson JF, Johansson ALV, Bergh J, Hall P, 
Czene K (2016) Chemotherapy, genetic susceptibility and risk of venous 
thromboembolism in breast cancer patients. Clinical Cancer Research.  22: 5249-55. 
 
Khoo DAA, Li J, Czene K, Hall P, Humphreys K, Law YN (2016) A Cobined 
Segmentation and Registration Framework for Bilateral and Temporal Mammogram 
analysis. J. Medical Imaging and Health Informatics. 6: 380-386. 
 
Busana MC, De Stavola BL, Sovio U, Li J, Moss S, Humphreys K, Dos-Santos Silva I 
(2016). Assessing within-woman changes in mammographic density: a comparison 
of fully versus semi-automated area-based approaches. Cancer Causes Control. 27: 
481-91. 
 
Cheddad A, Czene K, Hall P, Humphreys K. (2015). Pectoral muscle attenuation as a 
marker for breast cancer risk in full-field digital mammography. Cancer Epidemiol 
Biomarkers Prev. 24: 985-991. 
 
Abrahamsson L, Czene K, Hall P, Humphreys K. (2015) Breast cancer tumour 
growth modeling for studying the association of body size with tumour growth rate 
and symptomatic detection. Breast Cancer Research. 17: 116. 
 
Holm J, Li J, Darabi H, Eriksson M, Humphreys K, Hall P, Czene K. (2015) 
Associations of breast cancer risk prediction tools with tumour characteristics and 
metastasis. J. Clin. Oncol. 34: 251-8. 
 
Darabi H, McCue K, Beesley J, Michailidou K, Nord S, Kar S, Humphreys K et al. 
(2015) Polymorphisms in a putative enhancer at the 10q21.2 breast cancer risk 
locus regulate NRBF2 expression. Am. J. Hum. Genet. 97: 22-34. 
 
Brand JS, Li J, Humphreys K, Karlsson R, Eriksson M, Ivansson E, Hall P, Czene K. 
(2015) Identification of two novel mammographic density loci at 6q25.1. Breast 
Cancer Research. 17;75.  
 
Cheddad A, Czene K, Eriksson M, Li J, Easton D, Hall P, Humphreys K. (2014) Area 
and volumetric density estimation in processed full-field digital mammography for 
risk assessment of breast cancer. PloS One. 2014 Oct 20;9(10):e110690. 
 
Cheddad A, Czene K, Shepherd JA, Li J, Hall P and Humphreys K (2014) 
Enhancement of mammographic density measures in breast cancer risk prediction. 
Cancer Epidemiol Biomarkers Prev. 23: 1314-1323. 
 
Holm J, Humphreys K, Li J, Ploner A, Cheddad A, Eriksson M, Törnberg S, Hall P and 
Czene K. (2014) Risk factors and tumor characteristics of interval cancers by 



mammographic density. J. Clin. Oncology. 33: 1030-7. 
 
Baeklund F, Foo J-N, Darabi H, Karlsson R, Hjalgrim H, Liu J, , Conde L, Bracci PM, 
Humphreys K, Skibola C,  Smedby KE. (2014) A comprehensive evaluation of the 
role of genetic variation in follicular lymphoma survival. BMC Med Genet. 15: 113. 
 
Brand J, Humphreys K, Thompson D, Li J, Eriksson M, Hall P, Czene K. (2014). 
Volumetric Mammographic Density: Heritability and Association With Breast cancer 
Susceptibility loci. J Natl Cancer Inst. 5;106(12). 

Brand JS, Czene K, Shepherd JA, Leifland K, Heddson B, Sundbom A, Eriksson M, Li J, 
Humphreys K, Hall P. (2014)  Automated Measurement of Volumetric 
Mammographic Density: A Tool for Widespread Breast Cancer Risk Assessment. 
Cancer Epidemiol Biomarkers Prev. 23: 1764-72. 
 
Li J, (over 25 authors), Humphreys K, Liu J, Hall, K, Czene C (2014) 2q36.3 is 
associated with prognosis for estrogen receptor-negative breast cancer patients 
treated with chemotherapy. Nature Communications. 5:4051. 
 
Sovio U, Li J, Aitken Z, Humphreys K, Czene K, Moss S, Hall P, McCormack V and dos-
Santos-Silva I. (2014) Comparison of fully- and semi-automated area-based 
approaches for measuring pre-menopausal mammographic density and predicting 
breast cancer risk: a nested case-control study. Br. J. Cancer. 110: 1908-16.  
 
Eriksson L, Czene K, Rosenberg L, Humphreys K, Hall P. (2013) Mammographic 
density and survival in interval breast cancers. Breast Cancer Research. 15(3): R48. 
 
Li J, Czene K, Brauch H, Schroth W, Saladores P, Li Y, Humphreys K, Hall P. (2013) 
Association of CYP2D6 metabolizer status with mammographic density change in 
response to tamoxifen treatment. Breast Cancer Research. 15; R93. 
 
Foo JN, Smedby KE, Akers K, Berglund M, Irwan ID, Jia X, Li Y, Conde L, Darabi H, 
Bracci PM, Melbye M, Adami H-O, Glimelius B, Khor CC, Hjalgrim H, Padyukov L, 
Humphreys K, Enblad G, Skibola CF, de Bakker PIW, Liu J. (2013) Coding variants at 
the Hexa-allelic amino acid 13 of the HLA-DRB1 gene explain independent SNP 
associations with follicular lymphoma risk. American Journal of Human Genetics. 93: 
167-172. 
 
Li J, Foo J-N, Schoof N, Varghese J, Fernandez-Navarro P, Gierach G, Quek ST, 
Hartman M, Pollán M, Figueroa JD, Thompson D, Humphreys K, Liu J, Czene K, Hall 
P. Large-scale genotyping identifies a new locus at 22q13.2 associated with female 
breast size. Journal of Medical Genetics. 50: 666-673. 
 
Sandberg MEC, Li J,  Hall P, Hartman M, Humphreys K, Czene K. (2013) Change of 
mammographic density and the risk of contralateral breast cancer. Breast Cancer 
Research. 15(4): R57.. 



 
Rahman I, Humphreys K, Bennet AM, Ingelsson E, Pedersen N, Magnusson PKE.  
(2013) Clinical depression, antidepressant use and risk of future cardiovascular 
disease. European Journal of Epidemiology. 28: 589-95.. 
 
Obazee, O, Justenhoven C, Winter S, Chang-Claude J, Hall P, Hannelius U, Li J, 
Humphreys K, Giles G, Severi G, Baglietto L, Southey M, Rabstein S, Harth V, Lotz A, 
Pesch B, Brüning T, Baisch C, Hamann U, K Y-D, Brauch H. (2013) Confirmation of 
the reduction of hormone replacement therapy-related breast cancer risk for 
carrirers of the HSD17B1 937 G variant. Breast Cancer Research and Treatment. 138: 
543-548. 
 
Eriksson L, Czene K, Rosenberg L, Humphreys K, Hall P. (2013) Possible influence 
of mammographic density on local and locoregional recurrence of breast cancer. 
Breast Cancer Research. 15(4): R56. 
 
Li J, Humphreys K, Eriksson L, Edgren G, Czene K, Hall P. (2013) Mammographic 
density reduction is a prognostic marker of response to adjuvant tamoxifen therapy 
in breast cancer patients. Journal of Clinical Oncology. 31: 2249-2256. 
 
Skibola CF, Conde L, Foo J-N, Riby J, Humphreys K, Sillé FCM, Darabi H Sanchez S, 
Hjalgrim H, Liu J, Bracci PM, Smedby KM. (2012) A meta-analysis of genome-wide 
association studies of follicular lymphoma. BMC Genomics. 13(1):516.  
 
Darabi H, Czene K, Zhao W, Liu J, Hall P, Humphreys K. (2012) Breast Cancer risk 
prediction and individualized screening based on common genetic variation and 
breast density measurement. Breast Cancer Research 14:R25. 
 
Li J, Szekely L, Eriksson L, Heddson B, Sundbom A, Czene K, Hall P, Humphreys K. 
(2012) Automated mammographic density measurement: A tool to facilitate breast 
cancer screening. Breast Cancer Research 14:R114. 
 
Li Y, Foo J-N, Low HQ, Darabi H, Einarsdόttir K, Humphreys K, Spurdle A, ANECS 
Group, Easton D, Thompson DJ, Czene K, Chia KS, Hall P and Liu J. (2012) Genetic 
variants in ER cofactor genes and endometrial cancer risk. PLoS One. 7:e42445. 
 
Eriksson L, Czene K, Rosenberg L, Humphreys K, Hall P. (2012) The influence of 
mammographic density on breast tumour characteristics. Breast Cancer Research 
and Treatment. 134: 859-866. 
 
Söderqvist S, Bergman Nutley S, Peyrard-Janvid M, Matsson H, Humphreys K, Kere J 
and Klingberg T. (2012) Dopamine working memory and training induced plasticity 
- Implications for developmental research. Developmental Psychology. 48: 836-843. 
 
Justenhoven C, Obazee1 O, Winter S, Couch FJ, Olson JE, Hall P, Hannelius U, Li J, 
Humphreys K, Severi G, Giles G, Southey M, Baglietto L, Fasching PA, Beckmann MW, 



Ekici AB, Hamann U, Baisch C, Harth V, Rabstein S, Lotz A, Pesch B,Brüning T, Koll Y-
D, Brauch H. (2012) The postmenopausal hormone replacement therapy-related 
breast cancer risk is decreased in women carrying the CYP2C19*17 variant. Breast 
Cancer Research and Treatment. 131: 347-350. 
 
Darabi H and Humphreys K. (2011) Single SNP and pathway tests of genetic 
association incorporating phenotype heterogeneity. Human Heredity. 71; 11-22. 
 
Humphreys K, Grankvist A, Leu M, Hall P, Ripatti S, Groop L, Klareskog L, Grönberg 
H, Pedersen NL, Mattingsdal M, Andreassen OA, Lichtenstein P, Purcell S, Sklar P, 
Sullivan P, Hultman C, Palmgren J, Magnusson P. (2011) The Genetic Structure of the 
Swedish population. PLoS One. 6(8):e22547. 
 
Li J, Seibold P, Chang-Claude J, Flesch-Janys, D, Liu J, Czene K, Humphreys K, Hall P. 
(2011) Coffee consumption modifies risk of estrogen-receptor negative breast 
cancer. Breast Cancer Research. 13(3):R49. 
 
Smedby KE, Foo J-N, Skibola CF, Darabi H, Conde L, Hjalgrim H, Kumar V, Chang ET, 
Rothman N, Cerhan JR, Brooks-Wilson A, Rehnberg E, Irwan ID, Ryder LP, Brown PN, 
Conde L, Bracci PM, Agana L, Riby J, Cozen W, Davis S, Hartge P, Morton LM,  
Severson R, Wang SS, Slager SL, Fredericksen ZS, Novak AJ, Kay NE, Habermann TM, 
Armstrong B, Kricker A, Millike S, Purdue MP, Vajdic CM, Boyle P, Lan Q, Zahm SH, 
Zhang Y, Zheng T, Leach S, Spinelli JJ, Smith MT, Chanock SJ, Padyukov L, Alfredsson 
L, Klareskog L, Glimelius B, Melbye M, Liu ET, Adami H-O, Humphreys K*, Liu J*. 
(2011) GWAS of Follicular Lymphoma Reveals Allelic Heterogeneity at 6p21.32 and 
Suggests Shared Genetic Susceptibility with Diffuse Large B-Cell Lymphoma. PLoS 
Genetics. 7(4):e1001378.  (*These authors contributed equally as last authors) 
 
Li Y, Li Y, Wedrén S, Li G, Charn TH, Vasant DK, Bonnard C, Czene K, Humphreys K, 
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